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Career History (Please fill out recent or major career) 

2024 Assessing Long-Term Stored Tissues for Multi-Omics Data Quality and Proteogenomics Suitability. 

bioRxiv. 2024 Mar 14 doi.org/10.1101/2024.03.13.583805 

2024 Extracellular vesicle proteins as breast cancer biomarkers: Mass spectrometry-based analysis. 

Proteomics 2024 Apr 

2022 Proteomics Analysis of Aqueous Humor and Rejected Graft in Pig-to-Non-Human Primate Corneal 

Xenotransplantation. Front Immunol. 2022 Mar 24;13:859929. doi: 10.3389/fimmu.2022.859929. 

eCollection 2022. 

2022 Downregulation of miR-122-5p Activates Glycolysis via PKM2 in Kupffer Cells of Rat and Mouse 

Models of Non-Alcoholic Steatohepatitis. Int J Mol Sci. 2022 May 7;23(9):5230. doi: 

10.3390/ijms23095230. 

2020 Discovery of plasma biomarkers for predicting the severity of coronary artery atherosclerosis by 

quantitative proteomics BMJ Open Diabetes Res Care. 2020 Apr, DOI: 10.1136/bmjdrc-2019-001152. 

2020 IRT5 Probiotics Changes Immune Modulatory Protein Expression in the Extraorbital Lacrimal Glands 

of an Autoimmune Dry Eye Mouse Model Invest Ophthalmol Vis Sci. 2020 Mar 9, DOI: 

10.1167/iovs.61.3.42. 

2019 Mass spectrometry-based proteome profiling of extracellular vesicles and their roles in cancer. Exp 

Mol Med. 2019 Mar, DOI: 10.1038/s12276-019-0218-2. 

2019 Changes in Human Tear Proteome Following Topical Treatment of Dry Eye Disease: Cyclosporine A 

Versus Diquafosol Tetrasodium 2019 Dec, Investigative Ophthalmology & Visual Science 

60(15):5035 

2018 Integrated proteomic and phosphoproteomic analyses of cisplatin-sensitive and resistant bladder 

cancer cells reveal CDK2 network as a key therapeutic target. Cancer Lett. 2018 Aug, DOI: 

10.1016/j.canlet.2018.08.014. 

2018 Altered Proteome of Extracellular Vesicles Derived from Bladder Cancer Patients Urine. Mol Cells. 

2018 Mar, DOI: 10.14348/molcells.2018.2110 

2017 Proteomic analysis of human lacrimal and tear fluid in dry eye disease Scientific reports.  2017 Oct, 

DOI: 10.1038/s41598-017-13817-y (Back cover) 

2017 Proteomic analysis of human follicular fluid in poor ovarian responders during in vitro fertilization 

Proteomics. 2017 Jan, DOI: 10.1002/pmic.201600333 

2016 Single-electron-transfer strategy for reductive radical cyclization: Fe(CO)5 and phenanthroline system 

Org Lett. 2016 Oct, 18(198):4900-4903 

2016 An automated high-throughput sample preparation protocol for LC-MS/MS analysis of glycopeptides 

Current Proteomics. 2016 Mar, 13(1):55-60 

 

National project(fund) & Research project 

2023 ~ 2024 Multidimensional Proteomics Analysis of Traceable Cohorts for the Development of 

Precision Medicine Technologies for Intractable Cancer (CPTAC) 
2022 ~ 2023 Characterization of Exosomes for Vaccine Use through Lipidome and Exosome-Bound 

Proteome Analysis 
2018 ~ 2019 Metabolomics Research for Medical Measurement and Diagnosis of Brain Diseases 

2017 ~ 2019 Development of Multi-Precision Gene Diagnosis Technology Using Hydrogel Arrays 

2017 ~ 2017 Discovery of New Drugs through Integrated Quantitative Multi-Omics Analysis of T Cell 

Differentiation 

2016 ~ 2017 Development of Genoproteomics Technology to Predict the Onset of Diabetes in High-Risk 

Groups 

2014 ~ 2015 Proteomics Research on Metabolic Diseases 

2014 ~ 2017 Discovery of Autophagy Regulatory Molecular Signatures Using Multi-Omics Analysis and 

Molecular Imaging Techniques 

 


