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Sex Female | Date of birth (RS Natonality Nalian

PhD student at National Research Council ({CNR)

Institate of Cell Biolegy and Neurobiology (1BCN), Dr Gievina Ruberti's lab, Monterotomdn
iltaly) and Institute for Systems Analysis and Computer Science (IAS]), Dr Giovanni Fehel!
group, Rome (lalyy, Bome (Ttaly)

viam activities: Bioinformatics (microarray data analysis. svstems biology, network analysis)
M tvit Bioinl ues | yd Iy Vst biology, network analy
and Cancer Biology (cell cultures, immunotluorescence, immuunobiotting, and gene silencing)

Bromformatician

CNR - IBON, Dr Giovima Ruberti's lab, Monterotondo (Halvy
Main activities: Microarray data analysis, biological network analysis.

Recipient of scholarship (Announcement N, [IBON B.S,01/2013.RM)

Lab Training
Fore ltalico University of Rome, Homan Movement and Health Sciences Department,
Endocrine Rescarch Laboratory (Prof. Luigi Di Luigi's lab), Rome (Italy)

Main activities: Immunoblotting. ELISA, maintenance of primary cell culiures.

Bioinformatics Tramning
CNR - TASL Dy Paola Paci’s lab, Rome (Italy)

Muain acuvities: Network analysis; Cyioscape training.

Collaborator at Oliba sri
Dr. Alessandro Monaco, Rome (Taly)
Main acuivities: Development of scientific projects: elaboration of scientific website content

{genctic tests): customer service.

Business or sector Business activity support and technology transfer

Lab Trainmng

Sapienza University of Rome, Department of Cellular Biotechnologies and Hematology. Prol
Anna Guarini's Lab, Rome {Italy)

Muain activities: gene variant analysis and identification of specific genetic pattemns related to
the development of hematologic diseases by using high-throughput sequencing analysis.




Oct 2007 -Oct 2008 Lab Training
Catholic University of the Sacred Heart - Medical Genetics Institute - Prof. Fiorclla Gurrieri's
Lab, Rome (ll:lly)

Main activitics: Gene mutational screening of autistic paticnts by direct sequencing.

Apr 2007-Jun 2007 Lab Training
Catholic University of the Sacred Heart - Hematology Departiment - Prol. Zini's Lab. Rome
(lialy)
Main activities: Flow eytometry and FACS, microscopy, preparation of slides, and
morphological diagnosis.

EDUCATION AND w
TRAINING

Nov 2013 -Present PhD student - Genceties and Molecular Biology
Sapienza University of Rome, Department of Biology and Biotechnology "Charles Darwin®,
Rome {ltaly}

Project Title: “Models of resistance to target cancer therapy. Bioinformatics approaches for
the discovery of dysregulated cell signalling networks”

Recipicnt of IBCN-CNR and IASI-CNR scholarship.

Dec 2011-Dec 2012 2nd level Master degree - Bioinformatics: Biomedical and Pharmaceutical applications
Sapicnza University of Rome, Romed(Italy)

'3";');3,ic: Biomformatics rfcc}miqucs for applicatécms in pharmacceutical and biotech rescarch lab.

Mar 2012-Oci 2012 Advanced studies course, Research Enbancement & Development (RED)
Sapicnza Uni\fcrsily of Rome. Rome (lialy)

busmcss moclclmg for innovation, busmt.ss. pl‘mmng,, business (undmg and tmdncm;,.

Jan 2000-Oct 2011 Master's degree - Medical, Molecular and Cellular Biotechnology
Sapienza University of Rome, Rome (ltaly)
Thesis title: "Genetic patterns of ATM gene in Chronic Lymphocytic Leukemia (CLL) patients”
Grade: 1107110 cum laude

Oct 2005-Qct 2008 Bachelor's degree - Health-care Biotechnology
Catholic University of Sacred Heart ol Rome, Reme (Italy)

Thesis tide: "Mutational Screening of Autism candidate Doc2B gene”.

Grade: 1087110 cunmt laude
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PERSONAL SKILLS

Mother tongue(s)

Other language(s)

[nglish

Digital competence

ADDITIONAL
INFORMATION

Courses

Curricolum vitae et stadiorum
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L’N Di* RS l A\ Dl\(y SPLAKN(J WRITING
Listening ' Rvdd;n;, : S,xokm interaction Snukun pmdudmn ;

o e e e (* . Bé 1-32

Levels: Al aud A2: Basic user - BI and B7 In(kpcmlun user - C1 and C2: Profic

Common Furopean Framework of Reference for Linguages

SELF-ASSESSMENT

intormation - —— Content " : Problem
’ o Communication v N Safuty : :
processing . ) creation - : soiving

Independent user - Independent user  Independent user - Proficient user @ Proticicnt user
Digital competences - Seli-ussessment grid
European Computer Driving Licence (ECDL) A

Operating Systems - Mac OSX., Windows, Linux.

Softwares - Microsoft Office package (Word, Power Point, Excel, Aceess), Open Office,
iWork (Keynote, Pages. Numbers).

Professional Applications - R/Bioconductor, Prism, Cityscape, cellSens. Imagel, PathVisio,
Gene Codes Sequencher, Sequencing Analysis, Swiss-pdb Viewer, PyMol, Malegro.

Programming languages: R (advanced level), Python (basic level), Perl (basic level).

19-22 Oct 2015, Gene Expression profiling with H1S: RNA-Seq dat analvsis, ELIX e-Ta.
CINECA, Rome (Ialv):

3-7 Oct 2015, High Throughput Sequencing data analysis, Sapicnza - University of Rome,
Rome (haly)

21-26 JFun 2015, 4th Sardinian Summer School "From GWAS 1o function”. Institute of
Genetic and Biomedical Rescurch of CNR. Technology Park of Sardinia, Furopean School of
Genetic Medicine, and University Residential Centre of Bertinoro, Pula (Haly);

Jun-dul 2015, Scientific English (15 howrs), Sapienza - University of Rome, Rome {(ltaly);

21 Sept-27 Sept 2014, Systems Biology and System Medicine: Precision Biotechnologies
and Therapies "How To Understand Complex Biological Funciions”, Lake Como Schools of
Advanced Studies, Como (Htaly):

4-6 Jun 2014, Use of stistics in Biomedical Research, CNR, AISAL. Fondazione Santa
Lucia and C.E.R.C., Rome (ltaly).
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Conferences 30 Nov 15 - J7 Biology and Molecular Medicine PhD Sympaosium, Rome (ltaly);
23 Jan 15 - V Biology and Molecular Medicine PhD Symposium, Rome (Haly);

26-28 Jun 14 - II” EURO WG Conference on Operational Research in Computational
Biology, Bioinformatics and Medicine, Pozaan -- Biedrusko (Poland):

26-28 Feb 14 - Bioinformaiics [Talian Society (BITS) Annual Meeiing 2014, Rome (ltaly).

Publications  Papers/Bouk chapters/Technical Reports:

- Presutti 1D, Santini 8, Cardinali B, Papoff G, Lalli C, Sumperna S, Fustaino V, Gianmini G,
Ruberts G."MET Gene Amplification and MET Receptor Activation Are Not Sufficient 1o
Predict Efficacy of Combined MET and EGFR Inhibitors in EGFR TKI-Resistant NSCLC
Celis." PloS one 10.11 (2013): ¢0143333;

- Weitschek E, Fiscon G, Fustpino V., Felici G, Bertolazzi P: Clustering and Classification
Techuiques for Gene Expression Profiles Pattern Analysis. in: Pattern Recognition i
Computational Molecular Biology: Technigues and Approaches. Elloumi M, Zomaya AY
eds., Wilcy Series in Bioinformatics, Wiley, 2015,

- Weitschek L. Fiscon G, Fustaino V. Felict G, Bertolazzi P: dualysis of microarray and
RNA-sequencing gence expression profiles through clusiering and classification techniques,
[ASI-ONR, R, 14-11, 1272014:

- Durastant V, Monaco A, Caronti B, Coriese A, Fustaino V. ¢t al. (2013) Mirochondrial
Genome Profile in Demyelinating Diseases. J Neurol Neuraphysiof 5:179. doi: 1041722155
9562, 1000179,

Oral Presentation:

- Fustaino V, Felici G and Ruberti G. fntegraied Analysis of DNA Copy Number and Gene
Expression Data in Lung Cancer Models of Resistance to Targeied Therapy. (2014) TV
EUROD WG Conference on Operational Research in Computational Biology, Bioinfonmatics
and Medicine, Poznim - Biedrusko, Poland.

Poster Presentations:

- Fustaino V. Presutti D. Colombo T, Cardinali 3, Papoff (i, Brandi R, Bertolazzi P, Rubert:
G. Characterization of an EMT intermediate phenotype associated to resistance (o EGIR
inhibitors in non smafl cell fung cancer cell lines. (2016) 12th SIBBM Seminar Frontiers in
Molecular Biology, Naples, NA, ltaly.

- Fugtaino V, Colombo T, Cardinali B, Presutid D, Santini S, Papoff G, Lalli C, Giannini G.
Brandi R, Arisi 1. D'Onofrio M. Fclict G and Ruberti G, (2015) Integrated Analysis of Dna
Copy Number and Gene Expression Data in Lung Cancer Models of Resistance to Targered
Therapy. 4° Sardinian Summer School Course "FROM GWAS TO FUNCTION", Pula. CA,
Italy:

- Fustaino V, Presutti D, Cardinali B, Colombo T, Papofl G. Santini S, Lalli C, Giannini G,
Brandi R. Arisi 1. D'Onolrio M, Felici G and Ruberti G, (2014) Integrated Analysis of Dna
Copy Numher and Gene Expression Data in Lung Cancer Models of Resistance 1o Targered
Therapy. Bioinformatics lalian Socicty (BITS) Annual Mceting 2014, Rome, RM, lialy.
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